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<210> 1 

<211> 850 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (831) 

<400> 1 

atg ggc ttg tta gag tgc tgt gca 

Met Gly Leu Leu Glu Cys Cys Ala 

1 5 

get tec ctg gtg gec act gga ttg 

Ala Ser Leu Val Ala Thr Gly Leu 
20 

tgt ggc tgt gga cat gaa gec etc 

Cys Gly Cys Gly His Glu Ala Leu 
35 40 

ace tat ttc tec aaa aac tac caa 
Thr Tyr Phe Ser Lys Asn Tyr Gin 
50 55 

ate cat gec ttc cag tat gtc ate 
He His Ala Phe Gin Tyr Val He 
65 70 



aga tgt ctg gta ggg gec ccc ttt 4 8 

Arg Cys Leu Val Gly Ala Pro Phe 
10 15 

tgt ttc ttt ggg gtg gca ctg ttc 96 
Cys Phe Phe Gly Val Ala Leu Phe 
25 30 

act ggc aca gaa aag eta att gag 144 
Thr Gly Thr Glu Lys Leu He Glu 
45 

gac tat gag tat etc ate aat gtg 192 
Asp Tyr Glu Tyr Leu He Asn Val 
60 

tat gga act gee tct ttc ttc ttc 240 
Tyr Gly Thr Ala Ser Phe Phe Phe 
75 80 



ctt tat ggg gec etc ctg ctg get gag ggc ttc tac acc acc ggc gca 
Leu Tyr Gly Ala Leu Leu Leu Ala Glu Gly Phe Tyr Thr Thr Gly Ala 
85 90 95 



288 



gtc agg cag ate ttt ggc gac tac aag acc acc ate tgc ggc aag ggc 336 
Val Arg Gin lie Phe Gly Asp Tyr Lys Thr Thr lie Cys Gly Lys Gly 
100 105 110 

ctg age gca acg gta aca ggg ggc cag aag ggg agg ggt tec aga ggc 3 84 

Leu Ser Ala Thr Val Thr Gly Gly Gin Lys Gly Arg Gly Ser Arg Gly 
115 12 0 125 

caa cat caa get cat tct ttg gag egg gtg tgt cat tgt ttg gga aaa 432 
Gin His Gin Ala His Ser Leu Glu Arg Val Cys His Cys Leu Gly Lys 
130 135 140 

tgg eta gga cat ccc gac aag ttt gtg ggc ate acc tat gee ctg acc 480 
Trp Leu Gly His Pro Asp Lys Phe Val Gly lie Thr Tyr Ala Leu Thr 
145 150 155 160 

gtt gtg tgg etc ctg gtg ttt gee tgc tct get gtg ccc gtg tac att 528 
Val Val Trp Leu Leu Val Phe Ala Cys Ser Ala Val Pro Val Tyr lie 
165 170 175 

tac ttc aac acc tgg acc acc tgc gac tct att gec ttc ccc age aag 576 
Tyr Phe Asn Thr Trp Thr Thr Cys Asp Ser lie Ala Phe Pro Ser Lys 
180 185 190 

acc tct gee agt ata ggc agt etc tgt get gac gee aga atg tat ggt 624 
Thr Ser Ala Ser lie Gly Ser Leu Cys Ala Asp Ala Arg Met Tyr Gly 
195 200 205 

gtt etc cca tgg aat get ttc cct ggc aag gtt tgt ggc tec aac ctt 672 
Val Leu Pro Trp Asn Ala Phe Pro Gly Lys Val Cys Gly Ser Asn Leu 
210 215 220 

ctg tec ate tgc aaa aca get gag ttc caa atg acc ttc cac ctg ttt 720 
Leu Ser lie Cys Lys Thr Ala Glu Phe Gin Met Thr Phe His Leu Phe 
225 230 235 240 

att get gca ttt gtg ggg get gca get aca ctg gtt tec ctg etc acc 768 
lie Ala Ala Phe Val Gly Ala Ala Ala Thr Leu Val Ser Leu Leu Thr 
245 250 255 

ttc atg att get gee act tac aac ttt gee gtc ctt aaa etc atg ggc 816 
Phe Met lie Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys Leu Met Gly 
260 265 270 

cga ggc acc aag ttc tgatacactg gtttccctg 850 
Arg Gly Thr Lys Phe 
275 



<210> 2 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 



2 



Met Gly Leu Leu Glu Cys Cys Ala Arg Cys Leu Val Gly Ala Pro Phe 
15 10 15 



Ala Ser Leu Val Ala Thr Gly Leu Cys Phe Phe Gly Val Ala Leu Phe 
20 25 30 

Cys Gly Cys Gly His Glu Ala Leu Thr Gly Thr Glu Lys Leu lie Glu 
35 40 45 

Thr Tyr Phe Ser Lys Asn Tyr Gin Asp Tyr Glu Tyr Leu lie Asn Val 
50 55 60 

lie His Ala Phe Gin Tyr Val lie Tyr Gly Thr Ala Ser Phe Phe Phe 
65 70 75 80 

Leu Tyr Gly Ala Leu Leu Leu Ala Glu Gly Phe Tyr Thr Thr Gly Ala 
85 90 95 

Val Arg Gin lie Phe Gly Asp Tyr Lys Thr Thr lie Cys Gly Lys Gly 
100 105 110 

Leu Ser Ala Thr Val Thr Gly Gly Gin Lys Gly Arg Gly Ser Arg Gly 
115 120 125 

Gin His Gin Ala His Ser Leu Glu Arg Val Cys His Cys Leu Gly Lys 
130 135 140 

Trp Leu Gly His Pro Asp Lys Phe Val Gly lie Thr Tyr Ala Leu Thr 
145 150 155 160 

Val Val Trp Leu Leu Val Phe Ala Cys Ser Ala Val Pro Val Tyr lie 
165 170 175 

Tyr Phe Asn Thr Trp Thr Thr Cys Asp Ser lie Ala Phe Pro Ser Lys 
180 185 190 

Thr Ser Ala Ser lie Gly Ser Leu Cys Ala Asp Ala Arg Met Tyr Gly 
195 200 205 

Val Leu Pro Trp Asn Ala Phe Pro Gly Lys Val Cys Gly Ser Asn Leu 
210 215 220 

Leu Ser lie Cys Lys Thr Ala Glu Phe Gin Met Thr Phe His Leu Phe 
225 230 235 240 

He Ala Ala Phe Val Gly Ala Ala Ala Thr Leu Val Ser Leu Leu Thr 
245 250 255 

Phe Met He Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys Leu Met Gly 
260 265 270 



Arg Gly Thr Lys Phe 
275 



<210> 3 
<211> 729 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (726) 

<400> 3 

atg ggc ttg tta gag tgc tgt gca aga tgt ctg gta ggg gcc ccc ttt 

Met Gly Leu Leu Glu Cys Cys Ala Arg Cys Leu Val Gly Ala Pro Phe 

15 10 15 

get tec ctg gtg gcc act gga ttg tgt ttc ttt ggg gtg gca ctg ttc 
Ala Ser Leu Val Ala Thr Gly Leu Cys Phe Phe Gly Val Ala Leu Phe 
20 25 30 

tgt ggc tgt gga cat gaa gcc etc act ggc aca gaa aag eta att gag 
Cys Gly Cys Gly His Glu Ala Leu Thr Gly Thr Glu Lys Leu He Glu 
35 40 45 

acc tat ttc tec aaa aac tac caa gae tat gag tat etc ate aat gtg 
Thr Tyr Phe Ser Lys Asn Tyr Gin Asp Tyr Glu Tyr Leu He Asn Val 
50 55 60 

ate cat gcc ttc cag tat gtc ate tat gga act gcc tct ttc ttc ttc 
He His Ala Phe Gin Tyr Val He Tyr Gly Thr Ala Ser Phe Phe Phe 
65 70 75 80 

ctt tat ggg gcc etc ctg ctg get gag ggc ttc tac acc acc ggc gca 
Leu Tyr Gly Ala Leu Leu Leu Ala Glu Gly Phe Tyr Thr Thr Gly Ala 
85 90 • ' 95 

gtc agg cag ate ttt ggc gae tac aag acc acc ate tgc ggc aag ggc 
Val Arg Gin He Phe Gly Asp Tyr Lys Thr Thr He Cys Gly Lys Gly 
100 105 110 

ctg age gca acg ttt gtg ggc ate acc tat gcc ctg acc gtt gtg tgg 
Leu Ser Ala Thr Phe Val Gly He Thr Tyr Ala Leu Thr Val Val Trp 
115 120 125 

etc ctg gtg ttt gcc tgc tct get gtg ccc gtg tac att tac ttc aac 
Leu Leu Val Phe Ala Cys Ser Ala Val Pro Val Tyr He Tyr Phe Asn 
130 135 140 

acc tgg acc acc tgc gae tct att gcc ttc ccc age aag acc tct gcc 
Thr Trp Thr Thr Cys Asp Ser He Ala Phe Pro Ser Lys Thr Ser Ala 
145 150 155 160 

agt ata ggc agt etc tgt get gae gcc aga atg tat ggt gtt etc cca 
Ser He Gly Ser Leu Cys Ala Asp Ala Arg Met Tyr Gly Val Leu Pro 
165 170 * 175 

tgg aat get ttc cct ggc aag gtt tgt ggc tec aac ctt ctg tec ate 
Trp Asn Ala Phe Pro Gly Lys Val Cys Gly Ser Asn Leu Leu Ser He 
180 185 190 



tgc aaa aca get gag ttc 
Cys Lys Thr Ala Glu Phe 
195 

ttt gtg ggg get gca get 
Phe Val Gly Ala Ala Ala 
210 

get gee act tac aac ttt 
Ala Ala Thr Tyr Asn Phe 
225 230 

aag ttc tga 
Lys Phe 



caa atg ace ttc cac ctg 
Gin Met Thr Phe His Leu 
200 

aca ctg gtt tec ctg etc 
Thr Leu Val Ser Leu Leu 
215 220 

gee gtc ctt aaa etc atg 
Ala Val Leu Lys Leu Met 
235 



ttt att get gca 624 

Phe He Ala Ala 

205 

acc ttc atg att 672 
Thr Phe Met He 



ggc cga ggc acc 720 
Gly Arg Gly Thr 
240 

729 



<210> 4 

<211> 242 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Leu Leu Glu Cys Cys Ala Arg Cys Leu Val Gly Ala Pro Phe 
1 5 10 * 15 

Ala Ser Leu Val Ala Thr Gly Leu Cys Phe Phe Gly Val Ala Leu Phe 
20 25 30 

Cys Gly Cys Gly His Glu Ala Leu Thr Gly Thr Glu Lys Leu He Glu 
35 40 45 

Thr Tyr Phe Ser Lys Asn Tyr Gin Asp Tyr Glu Tyr Leu He Asn Val 
50 55 60 

He His Ala Phe Gin Tyr Val lie Tyr Gly Thr Ala Ser Phe Phe Phe 
65 70 75 80 

Leu Tyr Gly Ala Leu Leu Leu Ala Glu Gly Phe Tyr Thr Thr Gly Ala 
85 90 95 

Val Arg Gin He Phe Gly Asp Tyr Lys Thr Thr He Cys Gly Lys Gly 
100 105 110 

Leu Ser Ala Thr Phe Val Gly He Thr Tyr Ala Leu Thr Val Val Trp 
115 120 125 

Leu Leu Val Phe Ala Cys Ser Ala Val Pro Val Tyr He Tyr Phe Asn 
130 135 140 

Thr Trp Thr Thr Cys Asp Ser He Ala Phe Pro Ser Lys Thr Ser Ala 
145 150 155 160 



Ser He Gly Ser Leu Cys Ala Asp Ala Arg Met Tyr Gly Val Leu Pro 
165 170 175 



Trp Asn Ala Phe Pro Gly Lys Val Cys Gly Ser Asn Leu Leu Ser lie 
180 185 190 



Cys Lys Thr Ala Glu Phe Gin Met Thr Phe His Leu Phe lie Ala Ala 
195 200 205 

Phe Val Gly Ala Ala Ala Thr Leu Val Ser Leu Leu Thr Phe Met He 
210 215 220 

Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys Leu Met Gly Arg Gly Thr 
225 230 235 240 

Lys Phe 



<210> 5 

<211> 216 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (216) 

<400> 5 

atg tat ggt gtt etc cca 
Met Tyr Gly Val Leu Pro 
1 5 

tec aac ctt ctg tec ate 
Ser Asn Leu Leu Ser He 
20 

cac ctg ttt att get gca 
His Leu Phe He Ala Ala 
35 

ctg etc acc ttc atg att 
Leu Leu Thr Phe Met He 
50 



tgg aat get ttc cct ggc 
Trp Asn Ala Phe Pro Gly 
10 

tgc aaa aca get gag ttc 
Cys Lys Thr Ala Glu Phe 
25 

ttt gtg ggg get gca get 
Phe Val Gly Ala Ala Ala 
40 

get gec act tac aac ttt 
Ala Ala Thr Tyr Asn Phe 
55 60 



aag gtt tgt ggc 4 8 

Lys Val Cys Gly 
15 

caa atg acc ttc 96 
Gin Met Thr Phe 
30 

aca ctg gtt tec 144 

Thr Leu Val Ser 

45 

gec gtc ctt aaa 192 
Ala Val Leu Lys 



etc atg ggc cga ggc acc aag ttc 216 
Leu Met Gly Arg Gly Thr Lys Phe 
65 70 



<210> 6 

<211> 72 

<212> PRT 

<213> Homo sapiens 

<400> 6 



Met Tyr Gly Val Leu Pro Trp Asn Ala Phe Pro Gly Lys Val Cys Gly 
15 10 15 



Ser Asn Leu Leu Ser lie Cys Lys Thr Ala Glu Phe Gin Met Thr Phe 
20 25 30 



His Leu Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr Leu Val Ser 
35 40 45 

Leu Leu Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys 
50 55 60 

Leu Met Gly Arg Gly Thr Lys Phe 
65 70 



<210> 7 

<211> 129 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(129) 

<400> 7 

atg acc ttc cac ctg ttt att get gca ttt gtg ggg get gca get aca 48 
Met Thr Phe His Leu Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr 
15 10 15 



ctg gtt tec ctg etc acc ttc atg att get gee act tac aac ttt gee 96 

Leu Val Ser Leu Leu Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala 
20 25 30 

gtc ctt aaa etc atg ggc cga ggc acc aag ttc 12 9 

Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe 
35 40 



<210> 8 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Thr Phe His Leu Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr 
15 10 15 

Leu Val Ser Leu Leu Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala 
20 25 30 

Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe 
35 40 



<210> 9 
<211> 235 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (226) 

<400> 9 

gagctccacc atg tac ggt gtt etc cct tgg aac get ttc cct ggc aag 49 

Met Tyr Gly Val Leu Pro Trp Asn Ala Phe Pro Gly Lys 
15 10 



gtt tgt ggc tec aac ctt ctg tec ate 
Val Cys Gly Ser Asn Leu Leu Ser lie 
15 20 

atg ace ttc cac ctg ttt att get gcg 
Met Thr Phe His Leu Phe lie Ala Ala 
30 35 

eta gtt tec ctg etc ace ttc atg att 

Leu Val Ser Leu Leu Thr Phe Met lie 
50 

gtc ctt aaa etc atg ggc cga ggc ace 

Val Leu Lys Leu Met Gly Arg Gly Thr 

65 70 



tgc aaa aca gee gag ttc caa 97 
Cys Lys Thr Ala Glu Phe Gin 
25 

ttt gtg ggt get gcg gec aca 145 
Phe Val Gly Ala Ala Ala Thr 
40 45 

get gee act tac aac ttc gee 193 
Ala Ala Thr Tyr Asn Phe Ala 
55 60 

aag ttc tgaccgegg 235 
Lys Phe 



<210> 10 

<211> 72 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Tyr Gly Val Leu Pro Trp Asn Ala Phe Pro Gly Lys Val Cys Gly 
1 5 10 15 

Ser Asn Leu Leu Ser lie Cys Lys Thr Ala Glu Phe Gin Met Thr Phe 
20 25 30 

His Leu Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr Leu Val Ser 
35 40 45 

Leu Leu Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys 
50 55 60 

Leu Met Gly Arg Gly Thr Lys Phe 
65 70 



<210> 11 

<211> 253 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (11) . . (244) 



<400> 11 

gagctccacc atg tac ggt gtt etc cct tgg aac get ttc cct ggc aag 4 9 

Met Tyr Gly Val Leu Pro Trp Asn Ala Phe Pro Gly Lys 
1 5 10 

gtt tgt ggc tec aac ctt ctg tec ate tgc aaa aca gee gag ttc caa 97 
Val Cys Gly Ser Asn Leu Leu Ser lie Cys Lys Thr Ala Glu Phe Gin 
15 20 25 

atg acc ttc cac ctg ttt att get gcg ttt gtg ggt get gcg gee aca 145 
Met Thr Phe His Leu Phe lie Ala Ala Phe Val Gly Ala Ala Ala Thr 
30 35 40 45 

eta gtt tec ctg etc acc ttc atg att get gee act tac aac ttc gee 193 
Leu Val Ser Leu Leu Thr Phe Met lie Ala Ala Thr Tyr Asn Phe Ala 
50 55 60 

gtc ctt aaa etc atg ggc cga ggc acc aag ttc cat cat cac cat cac 241 
Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe His His His His His 
65 70 75 

cat tgaccgegg 253 
His 



<210> 12 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Tyr Gly Val Leu Pro Trp Asn 
1 5 

Ser Asn Leu Leu Ser lie Cys Lys 
20 

His Leu Phe He Ala Ala Phe Val 
35 40 

Leu Leu Thr Phe Met He Ala Ala 
50 55 

Leu Met Gly Arg Gly Thr Lys Phe 
65 70 



Ala Phe Pro Gly Lys Val Cys Gly 
10 15 

Thr Ala Glu Phe Gin Met Thr Phe 
25 30 

Gly Ala Ala Ala Thr Leu Val Ser 
45 

Thr Tyr Asn Phe Ala Val Leu Lys 
60 

His His His His His His 
75 



<210> 13 

<211> 148 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(11) . . (139) 



<400> 13 

gagctccacc atg acc ttc cac ctg ttt att get gcg ttt gtg ggt get 49 
Met Thr Phe His Leu Phe He Ala Ala Phe Val Gly Ala 
15 10 

gcg gec aca eta gtt tec ctg etc acc ttc atg att get gee act tac 97 
Ala Ala Thr Leu Val Ser Leu Leu Thr Phe Met He Ala Ala Thr Tyr 
15 20 25 

aac ttc gee gtc ctt aaa etc atg ggc cga ggc acc aag ttc tgaccgegg 148 
Asn Phe Ala Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe 
30 35 40 



<210> 14 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Thr Phe His Leu Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr 
15 10 15 

Leu Val Ser Leu Leu Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala 
20 25 30 

Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe 
35 40 



<210> 


15 




<211> 


166 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(11) . 


. . (157) 


<400> 


15 





gagctccacc atg acc ttc cac ctg ttt att get gcg ttt gtg ggt get 49 
Met Thr Phe His Leu Phe He Ala Ala Phe Val Gly Ala 
1 5 10 

gcg gec aca eta gtt tec ctg etc acc ttc atg att get gee act tac 97 
Ala Ala Thr Leu Val Ser Leu Leu Thr Phe Met He Ala Ala Thr Tyr 
15 20 25 

aac ttc gec gtc ctt aaa etc atg ggc cga ggc acc aag ttc cat cat 145 
Asn Phe Ala Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe His His 
30 35 40 45 



cac cat cac cat tgaccgcgg 
His His His His 



166 



<210> 16 

<211> 49 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Thr Phe His Leu Phe lie Ala Ala Phe Val Gly Ala Ala Ala Thr 
1 5 10 15 

Leu Val Ser Leu Leu Thr Phe Met lie Ala Ala Thr Tyr Asn Phe Ala 
20 25 30 

Val Leu Lys Leu Met Gly Arg Gly Thr Lys Phe His His His His His 
35 40 45 

His 



<210> 17 

<211> 161 

<212> DNA 

<213> Murinae gen. sp. 
<220> 

<221> CDS 

<222> (11) . . (124) 

<400> 17 

gagctccacc atg tat gtt cca aat gac ctt cca cct gtt tat tgc tgc 49 

Met Tyr Val Pro Asn Asp Leu Pro Pro Val Tyr Cys Cys 
1 5 10 

gtt tgt ggg tgc tgc ggc cac act agt ttc cct get cac ctt cat gat 97 
Val Cys Gly Cys Cys Gly His Thr Ser Phe Pro Ala His Leu His Asp 
15 20 25 

tgc tgc cac tta caa ctt cgc cgt cct taaactcatg ggecgaggea 144 
Cys Cys His Leu Gin Leu Arg Arg Pro 
30 35 

ccaagttctg accgegg 161 



<210> 18 

<211> 38 

<212> PRT 

<213> Murinae gen. sp. 

<400> 18 



\ 



Met Tyr Val Pro Asn Asp Leu Pro 
1 5 

Cys Cys Gly His Thr Ser Phe Pro 
20 



Pro Val Tyr Cys Cys Val Cys Gly 
10 15 

Ala His Leu His Asp Cys Cys His 12 
25 3 0 



Leu Gin Leu Arg Arg Pro 
35 



<210> 19 

<211> 27 

<212> DNA 

<213> Unknown 



<220> 

<223> primer 



<400> 19 

cgggatcctc agagtgccaa agacatg 2 7 



<210> 20 

<211> 27 

<212> DNA 

<213> Unknown 



<220> 

<223> primer 



<400> 20 

tttccgcggg aacttggtgc ctcggcc 2 7 



<210> 21 

<211> 30 

<212> DNA 

<213> Unknown 



<220> 

<223> primer 



<400> 21 

tttccgcggt cagaacttgg tgcctcggcc 3 0 



<210> 22 

<211> 48 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 



<400> 22 



tttccgcggt caatggtgat ggtgatgatg gaacttggtg cctcggcc 



<210> 23 

<211> 26 

<212> DNA 

<213> Unknown 



<220> 

<223> primer 
<400> 23 

tttccgcgga ggacggcgaa gttgta 



<210> 24 

<211> 26 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 24 

cggaattctc agagtgccaa agacat 



<210> 25 

<211> 42 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 25 

tccccgcggg aacttggtgc ctcggcccat gagtctaagg ac 



<210> 26 

<211> 42 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 26 

tccccgcggg aacctggtgc ctcggcccat gagtttaagg ac 



<210> 27 

<211> 42 

<212> DNA 

<213> Unknown 



<220> 

<223> primer 



<400> 27 

tccccgcggg aacctggtgc ctcggcccat gagtctaagg ac 



42 



<210> 28 

<211> 26 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 28 

cggaattctc agagtgccaa agacat 26 



<210> 29 

<211> 33 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 



<210> 30 

<211> 35 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 30 

cctcagagtg ccaaagactt gggcttgtta gagtg 35 

<210> 31 

<211> 33 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 



<400> 29 

tttccgcggg aacttggtgc ctttgcccat gag 



33 



<400> 31 

ctgcgctgat gccagattgt atggtgttct ccc 



33 



<210> 32 
<211> 39 



<212> DNA 
<213> Unknown 



<220> 

<223> primer 
<400> 32 

ctgcgctgat gccagattgt atgttccaaa tgaccttcc 3 9 



<210> 33 

<211> 37 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 



<210> 34 

<211> 50 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 34 

tcgagagctc caccatgtac ggtgttctcc cttggaacgc tttccctggc 50 

<210> 35 

<211> 30 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 



<400> 33 

ctgcaaaaca gctgagttcc aattgacctt ccacctg 



37 



<400> 



35 



tcgagagctc caccatgacc ttccacctgt 



30 



<210> 36 
<211> 13 
<212> RNA 



<213> Unknown 



<220> 

<223> Consensus sequence 



<400> 36 



gccgccrcca ugg 



<210> 37 

<211> 35 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 37 

cactctaaca agcccaagtc 

<210> 38 

<211> 33 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 38 

gggagaacac catacaatct 



<210> 39 

<211> 39 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 39 
ggaaggtcat ttggaacata 



<210> 40 

<211> 37 

<212> DNA 

<213> Unknown 

<220> 

<223> primer 

<400> 40 
caggtggaag gtcaattgga 



tttggcactc tgagg 



ggcatcagcg cag 



caatctggca tcagcgcag 



actcagctgt tttgcag 



